perphosphorylated form (Figure 1B)
ϩ cdc11p phosphorylation, we used the mutant cdc7-A20 mutant, and also in cdc16-116 grown for 5 hr at 36ЊC, cdc16::ura4 ϩ (SP2198) [8] , in which suppression of the cdc11p accumulated in the hyperphosphorylated (3) multiseptate phenotype of cdc16::ura4 ϩ is conditional. form ( Figure 1A) . In contrast to the cdc16-116 mutant, At 36ЊC, cdc7-A20p is inactive and the cells display a the hypophosphorylated form (1) was largely absent in SIN phenotype, while, at 32ЊC, the kinase is attenuated the mob1-R4 byr4::ura4 ϩ mutant, probably reflecting and the cells resemble wild-type. At 25ЊC, when signifithe difference in time the cells have spent without GAP cant cdc7p function is restored, cells show the multisepfunction. tated phenotype of cdc16::ura4 ϩ . Cells were arrested in Increased expression of spg1p activates the SIN and HU at 32ЊC and then released at 36ЊC, 32ЊC, or 25ЊC. No promotes septation without the requirement for entry significant hyperphosphorylation of cdc11p occurred at into mitosis [9] . In G2-arrested cdc2-17 cells overex-36ЊC ( Figure 1G ). In contrast, at 32ЊC, when cells underpressing spg1p, cdc11p was predominantly in the hywent septum formation, some hyperphosphorylation of cdc11p was observed, while, at 25ЊC, when cells become multiseptated, the amount of the hyperphosphor- In this context, it is noteworthy, first, that, in early mito Figure 3C ). present in the arrested cells, and these levels did not change as cells progressed through mitosis ( Figure 3A) . These data suggest either that binding to sid4p is required for interphase phosphorylation of cdc11p (form Since cdc7p was not present on the spindle pole body at the start of the experiment, this suggests that PP2A-2), or that the kinase responsible is present only on the SPB (note that these possibilities are not mutually par1p is required for dephosphorylation of cdc11p at the end of mitosis. It is noteworthy that, in a par1 mutant exclusive). Interestingly, in all the kinase mutants we have analyzed to date, the interphase forms of cdc11p background, not all of the cdc11p remains in the hyperphosphorylated form, suggesting that the decrease in were always present. Thus, assuming that the half-life of cdc11p at the spindle pole body is shorter than one hyperphosphorylated cdc11p at the end of mitosis is not due solely to the action on PP2A-par1p. Additional cell cycle, it is likely that none of them is solely responsible for generating interphase-phosphorylated (form 2) experiments indicated that flp1p, the S. pombe ortholog of the S. cerevisiae phosphoprotein phosphatase cdc11p. 
